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(Norm. ATAC Signal Range (0—1) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.58) by ReadsInTSS)

chr16:23840843-23940844

" .I A IAAA

A A

Cl

C2

C3

C4

C5

C6

C7

C8

C9

C10

Cll

C12

C13

Cl4

C15

Cl6

Cl7

C18

C19

C20

C21

A Al

C22

ash

o
A

C23

C24

L

A

A A

C25

T
23860000

T
23880000

1
23900000

T T
23920000 23940000

|

Genes




Coverage
(Norm. ATAC Signal Range (0-0.27) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.86) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.58) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.83) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.54) by ReadsInTSS)
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(Norm. ATAC Signal Range (0-0.68) by ReadsInTSS)
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